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PeanutBase	is	a	community	resource	

Let	us	know	what	you	need	



PeanutBase	is	a	community	resource	

Report	errors	



PeanutBase	is	a	community	resource	

Work	with	us	to	host	your	public	data	



PeanutBase	is	a	community	resource	

Sign	up	for	the	~quarterly	newslePer	



Hot	off	the	presses	
PeanutBase	now	hosts	PeanutBioscience.com	
•  AAGB	archives	and	informaGon	
•  IPGC	and	PGP	meeGng	minutes	and	informaGon	



Hot	off	the	presses	
Data	store	for	downloading	datasets	for	
peanut	and	related	species	



1.  Genomes	
2.  Genes	
3.  Maps	&	Markers	
4.  Germplasm	&	Traits	
5.  Germplasm	geographic	viewer	
6.  Sequence	search	tools	
7.  Gene	families	&	synteny	
8.  Website	tours	(and	other	help)	
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What	is	in	PeanutBase?	



1.   Genome	sequences	for	A.	duranensis	and	A.	ipaensis	

Genome	browsers	maintained	by	Wei	Huang	
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2.	Predicted	genes,	with	sequences,		
structure,	funcGonal	descripGons,		
and	expression	data.	
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2.	Predicted	genes,	with	sequences,		
structure,	funcGonal	descripGons,		
and	expression	data.	
(thanks	Josh,	Peggy	et	al.,	and		
Nick	Provart	lab	for	these	views)	
	



2.	Predicted	genes,	with	sequences,		
structure,	funcGonal	descripGons,		
and	expression	data.	



3.	Various	gene=c	map	and	marker	sets,	including	the	
Affymetrix	SNP	array.	(Pandey	et	al.,	2017,	Clevenger	et	al.,	
2017)	
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Germplasm	+	traits	

4.	germplasm	+	traits	
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4.	germplasm	+	traits	
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Germplasm		
record	
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Arachis	species,	
S.	America 



Mini-core	
loca=ons	
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Brazilian	A.	hypogaea	
accessions	colored	by	
pod	type.	
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6.	Sequence	search	tools	
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...	against	either	genome	
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...	gives	an	overview	picture	...		
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...	and	details	about	the	matches	
to	each	chromosome	
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...	which	link	to	GBrowse	at	that	
locaGon	(which	may	be	large)	
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A	blastp	or	blastx	search	...	

7.	Gene	families	and	synteny	with	other	legumes	



27	

...	against	target		
“Gene	Family	Consensus”		
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...	leads	to	a	matching		
gene	family	or	families	...	

7.	Gene	families	and	synteny	with	other	legumes	
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...	leads	to	a	
gene	family	
tree	view	...	

note	the	tour	
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...	and	you	
can	learn	
more	about	
each	gene	or	
node	...	

prefix	and	color	
indicate	species	
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...	for	example,	
about	related	
regions	in	other	
legume	
genomes	...	

Query	gene	family	

7.	Gene	families	and	synteny	with	other	legumes	
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8.	Website	tours	(and	other	help)	
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8.	Website	tours	(and	other	help)	
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Beginning	the	tour	
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QTL	search	



•  Provided	by	the	Legume	FederaGon	project	
•  A	peanut	instance	of	InterMine	
•  Provides	the	InterMine	query	and	batch	download	
interface	to	PeanutBase	data	

37	

Related	resource	-	PeanutMine	
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Sam	Hokin	-	NCGR	
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9.	PeanutMine	(example:	moGfs	common	among	a	list	of	genes)	
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9.	PeanutMine	(example:	moGfs	common	among	a	list	of	genes)	



•  ConGnued	curaGon	of	marker	data	
•  Tetraploid	genome	assembly	
•  ConGnued	curaGon	of	marker-trait	informaGon	
from	literature	
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In	progress	



•  Bring	in	all	publicly-available	trait	data	for	
germplasm	and	link	to	stock	records	

•  Align	publicly-available	genotype-phenotype	data	
and	provide	results	of	populaGon	structure,	LD,	
and	GWAS	analyses	

•  Provide	more	integrated	access	to	data	from	
other	legumes	
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Future	plans	



PeanutBase	is	a	community	resource	

Let	us	know	what	you	need	
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